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364 Assays Tested
183 Interactions Mapped TKL
S-Score(35) = 0.46
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RAF1 RAF1 0.5
RET RET 0
RET(M918T) RET 0
RET(V804L) RET 0
RET(V804M) RET 0
RIOK1 RIOK1 2.1
RIOK2 RIOK2 30
RIOK3 RIOK3 1.8
RIPK1 RIPK1 0
RIPK2 RIPK2 6.3
RIPK4 RIPK4 70
ROCK2 ROCK2 26
ROS1 ROS1 82
RPS6KA4(Kin.Dom.1-N-tern RPS6KA4 67
RPS6KA4(Kin.Dom.2-C-terrm RPS6KA4 85
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RSK1(Kin.Dom.1-N-termina RPS6KA1 86
RSK1(Kin.Dom.2-C-terminal RPS6KA1 75
RSK2(Kin.Dom.1-N-termina RPS6KA3 39
RSK3(Kin.Dom.1-N-termina RPS6KA2 29
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RSK4(Kin.Dom.2-C-terminal RPS6KA6 42
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SIK SIK1 5
SIK2 SIK2 37
SLK SLK 0.75
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SRC SRC 0.15
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SRPK1 SRPK1 1.7
SRPK2 SRPK2 26
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